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Genetic diversity in Brazilian populations of Anastrepha 
obliqua (Macquart) based on mtDNA.
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Introduction: Anastrepha obliqua (Macquart), the West Indian fruit fly, is the 
second most polyphagous species within the genus in Brazil and therefore one of 
the most economically important pest species. It infests an extensive range of hosts, 
at least 60 species. Anastrepha obliqua ranges from northern Mexico to southern 
Brazil also including the Caribbean Islands. Methods: We sequenced a fragment of 
the mitochondrial gene COI to estimate population structure and genetic diversity 
of A. obliqua geographic collections in Brazil. Results: A total of 153 specimens 
from the Amazon Forest, Atlantic Rainforest, Cerrado, and Caatinga were analyzed. 
A total of 20 haplotypes were found. The highest diversity levels were observed in 
collections from the Amazon Forest. AMOVA and Fst tests showed evidence of 
genetic structure allowing us to delineate two groups of A. obliqua populations. 
The Mantel tests were not significant indicating a weak correlation between genetic 
and geographic distances. Mismatch distributions and Neutrality Tests suggest that 
the Caatinga, Cerrado and Atlantic Forest populations have experienced a recent 
population expansion. Conclusion: Populations in the Amazon Forest showed 
high genetic diversity when compared to the other biomes and the demographic 
parameters indicated a recent expansion of A. obliqua in Brazil.
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