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Pa73 - Comparative Genomic Analysis Between Pathagenic and Non-Pathogenle Stralos of Pastevrella muliocida

Fastewralla snudtocida s a bacterium that causes respirstory iliness in swine, Although this pathogen s considered to be a secandary apportundstic agent in
anzoclic prewmonia caused by Mvooplesma vopneumonias, there are eddences showing its imobament as a primary agent. The objective of our sludy is lo
diztect potential vrulence associaled genes. To accomiplish this geal, we sequenced Lhe genome of a non-pathagenic (17078 Strain) and pathogenic (11248
Strain} . muiffocids isclated from fung lesions in swine commercial herd, and confirmed in a group of spacific pathogan-free animals. The sequencing was
perfured on lluming MiSeq platform (2x250 bp) and the quality control was conducted using SeqyClean ¥V 1.2.3 Software. All reads were assembiad using
BlaSuRCA V. 2.0.3 Assembler. De nove assembly for 8, multocida strain 11246 produced 10 Scaffolds with 2,244,068 bp, GC content of 40,4% and M50 of
soaffald with 530 kb, The genome containg 2,014 ORFs, & rbosomal 165 RNA, and 47 (RNAs, The assembly for P, muficcide strain 17078 produced 2
Seaffolds with 2,923,938 bp, GT content of 40,26% and NEQ of scaffidd with 515 kb, The genome contains 2,093 ORFs, & ribosomal 185 RNA, and 46
{RMNASs, Twelw vrulence-associaled genes of P muitccida were identified in both sequenced genomes. An important vaiation was identified between groups
of bacterias in the filamenteus hemagglutinin (pfhA) gene. This gene plays an important role in the bacteia surface adhesion. Further inwestigations are being
conductad by our groug Lo verify whether others genes can be relatad to pathogenic strain in & anlfocida,
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