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Mangroves are dynamic and unique ecosystems which provide important ecological 
services to coastal areas. The phylloplane is one of the greatest microbial hosts and 
most of their microorganisms are uncultivated, thus having the potential to house 
novel bacteria species. Bacterial community structure of L. racemosa phylloplane, a 
well-adapted mangrove species with salt exudation at foliar levels, was accessed 
through 16S rRNA amplicon sequencing. Sampling was performed at Cananéia 
mangrove in São Paulo state, Brazil in three different sites across a transect from 
the upland to the seashore. There was significant effect of the sites in the bacterial 
microbial community along the transect. Higher diversity was observed in 
intermediary locations between the upland to the seashore, indicating that the 
intermediary salinity had a strong effect in bacteria diversity favoring the occurrence 
of k-strategist groups and increasing the rates of uncultivated bacteria. Thus, salinity 
had a positive effect in bacteria diversity but further studies on the ecology of these 
salinity-tolerant, uncultivated organisms can be explored to elucidate the structuring 
mechanisms of these communities in this habitat. 


