'V ISGPB

IV INTERNATIONAL SYMPOSIUM ON GENETICS
AND PLANT BREEDING

HOW HAS PLANT BREEDING CONTRIBUTED TO
FOOD SECURITY?

¢

A 24 a 26 de maio de 2022

e Centro de Convengdes da Universidade Estadual
EVENT do Norte Fluminense Darcy Ribeiro (UENF)

Anais do IV Simpadsio
Internacional de Genética e
Melho

amento de Plantas

- b&v*‘ o 's f"-' ¥ =

‘‘‘‘‘‘‘



Anais do IV International Symposium on
Genetics and Plant Breeding



Editores

Catiane dos Santos Braga
Cleudiane Lopes Leite
Roberta Aparecida de Sales
Adriana Azevedo Vimercati Pirovani
Rosimara Barboza Bispo
Talles de Oliveira Santos
Rafaela Pereira Duarte
Larissa Maximiano Resende
Rosimeire Barboza Bispo
Divino Rosa Santos Junior
Jhean Torres Leite
Ramon de Moraes
Rosieli Barboza Bispo

Danielle Lamego

Anais do IV International Symposium on
Genetics and Plant Breeding

4° edicao

Campos dos Goytacazes, RJ, Brasil
2022



Comissao Organizadora

Nucleo de Estudos em Genética e Melhoramento de Plantas - Ganho Genético/UENF

Coordenador Geral
Jhean Torres Leite

Doutorando em Genética e Melhoramento de Plantas

Vice - coordenadora Geral
Rosimara Barboza Bispo
Doutoranda em Genética e Melhoramento de Plantas

Coordenadores Cientificos
Divino Rosa Santos Junior

Doutorando em Genética e Melhoramento de Plantas

Rafaela Pereira Duarte

Doutoranda em Genética e Melhoramento de Plantas

Coordenadora Sociocultural
Rosimeire Barbosa Bispo

Doutoranda em Genética e Melhoramento de Plantas

Coordenadora de Secretaria
Cleudiane Lopes Leite
Doutoranda em Genética e Melhoramento de Plantas

Coordenadoras de Financas
Larissa Maximiano Resende

Doutoranda em Genética e Melhoramento de Plantas

Catiane dos Santos Braga

Doutoranda em Genética e Melhoramento de Plantas

Colaboradores
Adriana Azevedo Vimercati Pirovani
Doutora em Genética e Melhoramento de Plantas

Roberta Aparecida de Sales
Doutoranda em Genética e Melhoramento de Plantas

Ramon de Moraes
Doutor em Genética e Melhoramento de Plantas

Rosieli Barboza Bispo
Doutoranda em Genética e Melhoramento de Plantas

Danielle Lamego
Mestranda em Genética e Melhoramento de Plantas



EVALUATION OF CULMS AND SUGAR OF SUGARCANE CLONES IN THE T3
PHASE IN LINHARES-ES ..ot 44

PHENOTYPIC VARIABILITY IN POPULATION OF INDOGAMIC FAMILIES S
OF ELEPHANT GRASS FOR BIOENERGY PURPOSES .......ccooiiiiiiiiiieieene 45

SELECTION OF POPCORN INBRED LINES RESISTANT TO Bipolaris Maydis 46

WHAT IS THE IDEAL TIME OF IMMERSION IN SULFURIC ACID TO BREAK
DORMANCY OF SWEET POTATO SEEDS? .....cooiiiiiiiiieeeeeeceeeeeee 47

MYCELIAL GROWTH OF Exserohilum turcicum IN DIFFERENT CULTURE

PRODUCTIVITY AND TECHNOLOGICAL QUALITY OF SUGARCANE
CLONES IN LINHARES-ES ..o 49

ANALISE GENOMICA

PLASTID MARKERS AS A TOOL FOR CHARACTERIZATION OF PECAN
CULTIVARS: A NOVEL SET OF MICROSATELLITES TOWARD SPECIES
BREEDING ....coiiiiii ettt 50

THE COMPLETE CHLOROPLAST GENOME SEQUENCE OF Euterpe Precatoria
.................................................................................................................................... 51

IDENTIFICATION OF NEW AND CANONIC microRNAs IN THE SUGARCANE
(Saccharum spontaneum) GENOME ............ccoooiiiiiiiiiiniieeeeeece e 52

N-USE EFFICIENCY TRAITS IN MAIZE GENOTYPE RESPONSIVE TO
Herbaspirillum seropedicae INOCULATION REVEALED BY TRANSCRIPTOMIC
AND PROTEOMIC APPROACHES........coiiiiieieieeeeeeeee et 53

MACHINE LEARNING AS A DIGITAL TOOL FOR GENOMIC ANALYSIS .... 54

CALLOSE BIOSYNTHESIS AND DEPOSITION IN THE SOYBEAN
EMBRYONIC AXIS DURING GERMINATION UNDER ABIOTIC STRESSES 55

IDENTIFICATION AND CHARACTERIZATION OF NEW ANTIMICROBIAL
PEPTIDES IN FRUITS OF THE Capsicum WITH INHIBITORY ACTIVITY
AGAINST Colletotrichum SCOVIIIET ..........ueeeeeeeeeeeeeeeeeee e eeeeeeeeeeeeeeaaeeeens 56

RECURSOS GENETICOS



g1V ISGPB -

IV INTERNATIONAL 3YMPOSIUM ON GENETICS
AMND PLANT BREEDING

Area of concentration: Genomic Analysis

THE COMPLETE CHLOROPLAST GENOME SEQUENCE OF Euterpe
Precatoria

SCHARDONG; Iago Beffart!; LOPES, Ricardo?, COELHO; Alexandre Siqueira Guedes®

'UFG - Universidade Federal de Goias — Mestrando PPGGMP, iago.biotec@gmail.com
2 Embrapa Amazonia Ocidental, ricardo.lopes@embrapa.br
3UFG - Universidade Federal de Goias — Professor Associado, alexandre _coelho@ufg.br

Acai palm (Euterpe precatoria) is an Amazonian tree species and is widely used for food and
crafting purposes. Given its economic relevance, there is a wide interest in its conservation and
breeding. Despite this interest, little is known about the genomics of E. precatoria. In this work
we publish the complete chloroplast genome sequence of the species. Chloroplast genomes are
known for having a conserved structure and are useful to explore evolutionary questions and to
provide markers that unveil the genetic diversity within and between species. Our objective was
to assemble and characterize E. precatoria’s plastid genome and to perform a comparative
analysis to other species within the Arecaceae family. Using Illumina reads, the assembly was
obtained using the Fast-Plast pipeline. Gene content, as well as tRNA and rRNA sequences were
annotated using the GeSeq web interface. Microsatellite loci were identified using MISA. The
comparative analysis of the chloroplast genomes of different species of Euterpe was carried out
using mVISTA. The phylogenomic relationship between the plastid genome of E. precatoria and
those of other 13 species within Arecaceae was also estimated. The final assembly size was
159.282 bp and presented the expected quadripartite structure. A total of 113 genes were
annotated, of which 95 were single-copy and 18 were duplicated in the inverted regions. A total
of 276 microsatellite loci were identified, the majority of which composed of mononucleotide
motifs. The mVISTA analysis confirmed that a major part of plastid genomes is composed of
very conserved sequences, especially in gene-coding regions. The phylogenomic tree revealed a
closer proximity between E. precatoria and E. oleracea. Complementing its conserved
organization, cpDNA of E. precatoria presents the same gene content as of other Euterpe species.
Our results contribute to open the way for future evolutionary and comparative analysis within
Arecaceae.
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