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Agronomy I Chemisry I Technology I Physiological eecs

ASIC (Associaon or he Science and Inormaon on Coee) has been exisng or 56 years already and

has organized regularly conerences on coee science mos usually every second year, rying o alernae

coee producing and consuming counries.

I would like o ake his opporuniy o warmly hank, on behal o ASIC and he scienc communiy

working on coee, he Vienamese auhories who have acceped o organize his 29h conerence.

Vienam is he second larges coee producing counry in he world and he larges producer o Robusa

coee. In he norh o he counry, Arabica coee is also grown in he mounain areas.

This conerence represens a unique opporuniy o gaher specialiss rom all over he world working on

dieren aspecs o coee science and echnology. During he conerence, all possible aspecs o coee

science will be developed and he parcipans will be able o hear and share noveles on he dieren

ollowing opics:

• agronomy: genecs, boany, agroechnology, pess and diseases, agroecology, ec.;

• chemistry: coee analysis, chemical composion, aroma, ec.;

• technology: green coee processing, roasng, grinding, exracon, decaeinaon, ec.;

• physiological eecs: coee and healh.

As he Presiden o ASIC, I am cordially inving all scienss working in he eld o coee and ineresed

in sharing heir research daa o presenly ake good care o hemselves and amilies. Do no orge o

add o your agenda he nex 29th ASIC Conference hawill be held in Hanoi, Vietnam, from 11 Sept. - 14

Sept. 2023whichwill allow aking advanage o all nicemeeng and learning opporunies oered by he

even. We will be very happy o welcome you in Hanoi nex year.

Astrid NEHLIG, President of ASIC

WELCOME

Melia Hanoi Hotel
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Local Organizing Commitee

• Dr Dao The Anh (VAAS) - LOC Presiden

• Dr Bui Quang Dang (VAAS)

• Dr Phan Viet Han (WASI)

• Ms Ngan Giang Khong (AGI)

• Dr Luu Ngoc Quyen (NOMAFSI)

• Dr Buy Quang Dang (VAAS)

• Dr Giang Nam Nguyen (VAAS)

Scienc Commitee

• Pr André Charrier

(Insu Agro Monpellier, France) - Secreary

• Dr Benoît Bertrand (Cirad, France)

• Dr Astrid Nehlig (Inserm, France)

• Maria de Ceu Silva (ISA, Porugal) - Secreary

• Chahan Yeretzian (ZHAW, Swizerland)

• Luciano Navarini (Illycaé, Ialy)

• Valéry Leloup (Neslé, Swizerland)

• Robert Farr (JDE, Unied Kingdom)

• Philippe Vaast (Cirad, Colombie)

• James R. Coughlin (Coughlin & Asso., USA)

• Rodrigo Cunha (Universiy Coimbra, Porugal)

• Thierry Joet (IRD, France)

• John Melrose (Consulan, Unied Kingdom)

• Bruno Rapidel (Cirad, France)

• Imre Blank (Zhejiang Yiming Food, China)

• José C. Ramalho (ISA, Porugal)

COMMITTEES

Adminisrave secrearia

Regisraon, accommodaon
Sponsorship and exhibion

Alpha Visa Congrès / ASIC 2023
624 rue des Grèzes

34070 Monpellier - France

Tel: +33 4 67 03 03 00
E-mail: asic@alphavisa.com

Web: www.alphavisa.com/asic/2023
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ORGAN I ZERS

• ASIC
Associaon or science and inormaon on coee
coeescience@asiccae.org
htps://www.asiccae.org/

• VAAS
Vietnam Academy of Agriculture Sciences
contact@vaas.vn
htps://vaas.vn/en

PARTNER

• CIRAD
Cener or inernaonal cooperaon
in agronomic research for development
htps://www.cirad.r/en/
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Could genes allocated to S
H
3 loci conribue o oher resisance acors?

Angelo Paula C S1 (paula.angelo@embrapa.br), Yamagishi Michel2, Silva Angelia G.3, Ponce Talia P.3,
Ariyoshi Caroline3, Shigueoka Luciana H.3, Aranes Tiago4, Gasparini Ana K.5, Sera Gusavo H.6,
Pereira Luiz F.P.1, Caixea Eveline T.7

1 Embrapa Coee/IDR-Paraná, Londrina, PR, Brazil ; 2 Embrapa Inormáca na Agriculura, Campinas, SP, Brazil ; 3 IDR-
Paraná/Universidade Esadual de Londrina (Pos-Grad Suden), Londrina, PR, Brazil ; 4 IDR-Paraná/Universidade Esadual
de Londrina (Undergrad Suden), Londrina, PR, Brazil ; 5 IDR-Paraná/UTFPR (Undergrad Suden), Londrina, PR, Brazil ;
6 IDR-Paraná, Londrina, PR, Brazil ; 7 Embrapa Coee/Universidade Federal de Viçosa, Viçosa, MG, Brazil

Raonale:
Lea rus is one o he mos harmul coee diseases. Coea spp. resisance acors S

H
1-S

H
9 are known.

S
H
3 resisance acor rom C. liberica has been valued because i delivers durable resisance o he lea

rus. TseLea rus is caused by he ungus Hemileia vasarix, and a leas 15 physiological races were
idened in Brazil. We recenly proposed srucural models or six C. liberica SH3-Rx-CC-NBS-LRR gene
varians. Working in silico we recenly demonsraed ha S

H
3 loci are complex and can display our up

o eigh SH3-NBS-LRRgene varians placed in chromosomes 3 rom dieren Coea, wih addional
varians idened in chromosomes 6 or some species. The varian placemen resemble he complexiy
observed a he C. arabica cv. IAPAR59 S

H
3 locus, accessed a decade ago. This work aims o conribue

or SH3-NBS-LRR varian divergence analyses, which are highly ineresng o invesgae srucure x
species-specic pahogen eecor recognion
Methods:
Via PACBio arge-sequencing, S

H
3 genes roma C. arabica planwih inrogression rom C. liberica (BA10

series), rom dierenal genoypes CIFC H147/1, H151/1 and H153/2 used or H. vasarix race yping,
and a C. arabica var. Caurra selecon were accessed. These ve coee genoypes express S

H
2-3, S

H
2-

5, S
H
-5, S

H
1,3,-5, and S

H
5, respecvely. PACBio Hi-Fi reads were subjeced o correcon and assembly

using he canu algorihm (v2), and o an addional round o cong assembling wih a minimum o 97%
ideny hroughou 3000 bases. Pairwise disance beween aligned congs were calculaed (dnadis)
and cluseringwas perormed by hemaximum likelihoodmehod (wihou amolecular clock). Sofware
were se o he deaul values (Phylip v3.698)
Results:
Congs/varians produced had open reading rames or NBS-LRR resisance proeins, being seven rom
he BA10 coee plan, hree congs/varians rom each dierenal genoypes, and our rom C. arabica
var. Caurra. One addional cong or each dierenal genoype had no NBS-LRR-like open reading
rame. Taking 2000 bases o carboxy-ermini, direcly involved in pahogen eecor species-specic
recognion, and relaying on he dierenal genoypes, clusers o S

H
3, and S

H
3,5 relaed varians were

obained.
Conclusions & Perspecves:
Coee SH3-NBS-LRR varian seems o diverge according o heir species-speciciy, and could possibly
inerac wih dieren ungus physiological races. SH3-NBS-LRR varian number/diversiy could
deermine resisance o one or more ungus physiological race(s). This preliminary resul shall be esed
by varian expression analyses.


