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Resumo

O objetivo desse estudo foi avaliar o efeito do cultivo orgénico certificado e do cultivo
convencional do morangueiro na diversidade de Proteobacterias e Actinobacterias do solo por
meio da utilizacdo da técnica independente de cultivo de gel de eletroforese em gradiente
desnaturante (DGGE). Os solos destes dois sistemas de cultivo foram coletados em uma area
produtora de morango nas profundidades de 0-10 e 10-20 cm. As altera¢c6es nas comunidades
bacterianas foram observadas para as Proteobacterias (Alfa e Beta), que se diferenciaram na
andlise dos perfis de DGGE por similaridade e anéalise de componentes principais (PCA). A
comunidade de Actinobacterias mostrou-se resiliente, ndo sendo alterada devido a alteracdo da
metodologia de cultivo. Desta maneira, pode-se propor que as bactérias mais diretamente
ligadas as plantas e, responsivas a fatores que interferem diretamente na suplementacgéo
nutricional e protecdo desta, respondem as alteragdes das condicdes de manejo, alterando sua
composicao e a estrutura da comunidade.

Abstract

The objective of this work was to evaluate the effects of the organic and traditional
cultivation of strawberry plants in the diversity of Proteobacteria and Actinobacteria from soil by
the application of the denaturing gradient gel electrophoresis (DGGE). Soils from these two
cultivation systems were sampled in a strawberry producer area, in depths of 0-10 and 10-20
cm. Shifts in bacterial communities were observed for the Proteobacteria (Alpha and Beta),
which were distinct in the DGGE analysis for similarity and principal components analysis
(PCA). The Actinobacterial community revealed to be resilient, not altered by the change in
cultivation traits. Considering the results obtained it is possible to suggest that bactéria more
related to plants, and responsive to changes in its nutritional supplying and protection, also are
responsive to the cultivation management, changing the composition and structure of the
communities.
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