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Expression analysis of IL-13 in tells ﬂ;‘om the
milk of Gyr cows before and after artificial
‘infection with Streptococcus agalactiae
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Among the sanitary problems in animal production, infectious diseases are the most distinctive, with mastitis being
one of the main diseases in the economics aspect of dairy cattle, This disease is characterized by an inflammatory
response in the mammary gland, often caused by pathogenic mictroorganisms, whose speed and effectiveness of
host immune response is crucial for the establishment, petsistence and severity of infection. However, not always
the phenotype of resistance/susceptibility is associated with mutations in the gene responsible for the character-
istic, sometimes this phenotype can be made by simple changes in the level of expression or, alternatively, by the
late expression of given gene, when compared with other phenotypes. This information can be used later in ani-
mal breeding, providing an effective approach to increase the genetic resistance to disease. Thus, in order to better
understand the mechanisms involved in immune response in phenotype resistance/susceptibility to mastitis, the
relative squantitication expression of the IL-7f gene (interleukin 1B) was performed on milk cells from Dairy Gyr
cows infected artificially with Streptococens agalactiae, one of the most important pathogens causing mastitis. Milk
samples were collected (200 mL) from 17 cows, immediately before the inoculation of pathogen (time 0) and 10 h
after the inoculation (time 10). Total RNA was extracted from cells present in the milk, the first strand of cDNA
was synthesized and the analysis of gene expression was performed using the methodology of Real-Time PCR.
The primers used to evaluate the expression of [I.-/p gene and the two endogenous controls (RPLPO and Ubig-
witin) were designed using Primer Express (Applied Biosystems) software from sequences obtained from GenBank
database (http://www.ncbi.nlm.nih.gov). Statistical analysis was performed by REST@2009 software, developed
by M. Pfaffl (Technical University Munich) and Qiagen, available at hetp://www.gene-quantification.de/rest-2009.
html. Comparison of gene expression level of the animals at different times when milk was collected showed that
in time 10 there was an increase of 12 times in the exptession of the JL-7} gene in relation to time 0 (p<0.001).
IL-1f3 is a key component of the innate immune response accelerating the inflammatory response. IL-1 is re-
sponsible for recruiting neutrophil during the infection on the mammary gland, when the macrophages recognize
invading bacteria, they release IL-1p, stimulating the bacteticidal activity of neutrophils and also producing pros-
taglandins and leukotrienes, which increase the local inflammatory reaction. The significant difference in the ex-
pression of IL-1f gene suggests that it plays an important role in the mechanisms of resistance to cattle mastitis.
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